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POLIMORFNOST SSR MARKERA U HIBRIDIMA KUKURUZA 

Sanja Mikié™, Ljiljana Brbaklié, Ankica Kondié-Spika, DuSan Stanisavijevié, 
Dragana Trkulja, Goran Bekavac, Bojan Mitrovié 

Institut za ratarstvo i povrtarstvo, Novi Sad (sanja.mikic@ifvcns.ns.ac.rs) 

Genetitka divergentnost 97 savremenih hibrida kukuruza, koji se 

gaje u Srbiji u poslednjih nekoliko godina, procenjena je pomoéu 12 
jednostavnih ponavljajucih sekvenci ili SSR (eng. Simple Sequence 
Repeats) markera. Ukupno je utvrdeno 94 ајеја, за ргозеспо 7,8 
alela po lokusu, u rasponu od 5 do 17 alela. ViSe od 50% su bili retki 
aleli sa frekvenciiom manjom od 5%. PIC (eng. Polymorphism 
Information Content) vrednosti kretale su se od 0,42, za umc1792, 
do 0,81, za dupssr10, sa prosekom od 0,64. Ritlandove vrednosti 

srodnosti varirale su od 0,787 do -0,129. Minimalan broj markera 

dovoljan da se utvrdi razlika izmedu hibrida sa jedinstvenim 
genotipom bio je osam. Analiza glavnih koordinata razdvojila je 
ranostasnu i kasnostanu grupu hibrida kukuruza, iako stepen 
diferencijacije izmedu grupa nije bio velik (Fst = 0,4%). Tri markera, 
bnig1556, umc1075 i dupssr10, najviSe su doprineli razdvajanju 
ranih i kasnih genotipova, pri €emu je razdvajanje za prva dva 
markera bilo statisti¢ki znaéajno. Vrednosti parametara genetiéke 
divergentnost procenjene SSR markerima bile su месе Код 
ranostasnih nego kod kasnostasnih hibrida, ukazujuci na §Siru 
genetiéku osnove prve grupe. Visok nivo polimorfnosti SSR markera 
ukazuje na njihovu praktiénu primenu u za8stiti prava oplemenjivaéa 
ili proveri geneticke éistoée semena. Bolja diferencijacija i jasniji има 
u genetiéku osnovu testiranih hibrida o¢ekuje se daljim ukljucivanjem 
veceg broja molekularnih markera. 

Kljuéne rei: diverzitet, mikrosateliti, fingerprinting, Zea mays L. 

Rezultat projekta TR 31073 Ministarstva prosvete, nauke i tehnoloSkog razvoja 
Republike Srbije. 
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POLYMORPHISM OF SSR MARKERS IN MAIZE HYBRIDS 

The aim of this study was to assess genetic diversity among 97 
modern maize hybrids that represent maize varieties grown in Serbia 
during the last several years. To this end, 12 simple sequence 
repeat (SSR) markers were used for fingerprinting. In total, 94 alleles 
were detected, with the average number of 7.8 alleles per locus, 

ranging from 5 to 17. More than 50% were rare alleles with 
frequency less than 5%. The polymorphic information content ranged 
from 0.42, for umc1792, to 0.81, for dupssr70, with an average of 
0.64. Pairwise relatedness Ritland’s values varied from 0.787 to - 
0.129. The minimum number of markers sufficient to differentiate 
hybrids with unique genotypes was eight. A principal coordinate 
analysis distinguished early and late maturing groups of hybrids, 
although the observed differentiation between groups was rather low 
(Fst = 0.4%). Three markers, namely bnig1556, umc1075 and 
dupssr10, contributed most to the discrimination between early and 
late genotypes, the first two significantly. The values of parameters 
of genetic diversity obtained with SSR markers were higher in early 
maturing hybrids than in those that mature later, indicating broader 
genetic basis of the former. A high level of polymorphism of the 
SSRs indicates their suitability for fingerprinting, either to protect 
breeders’ rights or to verify seed purity. Better differentiation and 
more insight into genetic background of the tested hybrids could 
probably be achieved by increasing the number of markers. 

Key words: diversity, microsatellites, fingerprinting, Zea mays L. 

This study is a result of the project TR31073, supported by the Ministry of 
Education, Science and Technological Development of the Republic of Serbia. 
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